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CTCCACTGCA ACCACCCAGA GCCATGGCTC CCCGAGGCTG CATCGTAGCT 
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GTCTTTGCCA TTTTCTGCAT CTCCAGGCTC CTCTGCTCAC ACGGAGCCCC 
GTCTTTGCCA TTTTCTGCAT CTCCAGGCTC CTCTGCTCAC ACGGAGCCCC 
GTCTTTGCCA TTTTCTGCAT CTCCAGGCTC CTCTGCTCAC ACGGAGCCCC 
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GTGGGGACAA GTTCTACGAC CCCCTGCAGC ACTGTTGCTA TGATGA 

GTGGGGACAA GTTCTACGAC CCCCTGCAGC ACTGTTGCTA TGATGATGCC 

TTCTACGAC CCCCTGCAGC ACTGTTGCTA TGATGATGCC 

GTGGGGACAA GTTCTACGAC CCCCTGCAGC ACTGTTGCTA TGATGATGCC 

GTCGTGCCCT TGGCCAGGAC CCAGACGTGT GGAAAC TGC A CCTTCAGAGT 
GTCGTGCCCT TGGCCAGGAC CCAGACGTGT GGAAAC TGC A CCTTCAGAGT 
GTCGTGCCCT TGGCCAGGAC CCAGACGTGT GGAAAC TGC A CCTTCAGAGT 

CTGCTTTGAG CAGTGCTGCC CCTGGACCTT CATGGTGAAG CTGATAAACC 
CTGCTTTGAG CAGTGCTGCC CCTGGACCTT CATGGTGAAG CTGATAAACC 
CTGCTTTGAG CAGTGCTGCC CCTGGACCTT CATGGTGAAG CTGATAAACC 

AGAACTGCGA CTCAGCCCGG AC CTCGGATG ACAGGCTTTG TCGCAGTGTC 
AGAACTGCGA CTCAGCCCGG ACCTCGGATG ACAGGCTTTG TCGCAGTGTC 

GTGTC 

AGAACTGCGA CTCAGCCCGG ACCTCGGATG ACAGGCTTTG TCGCAGTGTC 
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AGCTAATGGA ACATCAGGGG AACGATGACT CCTGGATTCT CCTTCCTGGG 

AGCTAATGGA ACATCAGGGG AACGATGACT CCTGGATTCT CCTTCCTGGG 
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TGGGCCTGGA GAAAGAGGCT GGTGTTACCT GAGATCTGGG ATGCTGAGTG 
TGGGCCTGGA GAAAGAGGCT GGTGTTACCT GAGATCTGGG ATGCTGAGTG 
TGGGCCTGGA GAAAGAGGCT GGTGTTACCT GAGATCTGGG ATGCTGAGTG 
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GCTGTTTGGG GGCCAGAGAA ACACACACTC AACTGCCCAC TTCATTCTGT 
GCTGTTTGGG GGCCAGAGAA ACACACACTC AACTGCCCAC TTCATTCTGT 
GCTGTTTGGG GGCCAGAGAA ACACACACTC AACTGCCCAC TTCATTCTGT 
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GACCTGTCTG AGGCCCACCC TGCCGCTGCC CTGAGGAGGC CCACAGGTCC 
GACCTGTCTG AGGCCCACCC TGCCGCTGCC CTGAGGAGGC CCACAGGTCC 
GACCTGTCTG AGGCCCACCC TGCCGCTGCC CTGAGGAGGC CCACAGGTCC 
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CCTTCTAGAA TTCTGGACAG CATGAGATGC GTGTGCTGAT GGGGGCCCAG 
CCTTCTAGAA TTCTGGACAG CATGAGATGC GTGTGCTGAT GGGGGCCCAG 
CCTTCTAGAA TTCTGGACAG CATGAGATGC GTGTGCTGAT GGGGGCCCAG 
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>1554838 IH GGACTCTGAA CCCTCCTGAT GACCCGTATG' GCCAACATCA ACCCGGCACC 

<g2178680 GGACTCTGAA CCCTCCTGAT GACCCCTATG GCCAACATCA ACCCGGCACC 

Consensus GGACTCTGAA CCCTCCTGAT GACCCSTATG GCCAACATCA ACCCGGCACC 

>1554838 IH ACCCCAAGGC TGGC TGGGG A ACCCTTCACC CTTCTGTGAG ATTTTCCATC 

<g2 178680 ACCCCAAGGC TGGCTGGGGA ACCCTTCACC CTTCTGTGAG ATTTTCCATC 

Consensus ACCCCAAGGC TGGCTGGGGA ACCCTTCACC CTTCTGTGAG ATTTTCCATC 

>1554838 IH ATCTCAAGTT CTCTTCTATC CAGGAGCAAA GCACAGGATC ATAATAAATT 

<g2 178680 ATCTCAAGTT CTCTTCTATC CAGGAGCAAA GCACAGGATC ATAATAAATT 

Consensus ATCTCAAGTT CTCTTCTATC CAGGAGCAAA GCACAGGATC ATAATAAATT 

>1554838 IH TATGTACTTT ATA 

<g2178680 TATGTACTTT AT 

Consensus TATGTACTTT ATA 
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